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Mechanism of Gram Staining
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Characteristics of the Cell Walls of Gram-Positive, Gram-Negative, and Acid-Fast Bacteria

Gram-Positive Gram-Negative ;
Characteristic _ eg Acid-Fast
Bacteria Bacteria Bacteria
_ _ _ Relatively small
1. Peptidoglycan Thick layer Thin layer
amount
2. Teichoic acid Often present Absent Absent

Mycolic acid and

other
3. Lipids Very little present | Lipopolysaccharide
waxes and
glycolipids
4. Outer membrane Absent Present Absent
5. Periplasmic space Very small gap Present Absent
o - : Rigid or
6. Céll shape Alwaysrigid Rigid or flexible ;
flexible
7. Resultsof enzyme digestion Protoplast Spheroplast Difficult to digest
8. Sensitivity to dyesand . o .
Most sensitive | Maoderately sensitive Least sensitive
antibiotics
Saphylococcus - _ Mycaobacterium
9. Examples Escherichia coli ;
aureus tuberculosis
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